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John Wiley Sons Inc, United States, 2016. Hardback. Book Condition: New. 236 x 164 mm.
Lang uag e: Eng lish . Brand New Book. Covers the fundamentals and techniques of multiple
biolog ical sequence alig nment and analysis, and shows readers how to choose the
appropriate sequence analysis tools for their tasks This book describes the traditional and
modern approaches in biolog ical sequence alig nment and homolog y search. This book
contains 11 chapters, with Chapter 1 providing  basic information on biolog ical sequences. Next,
Chapter 2 contains fundamentals in pair-wise sequence alig nment, while Chapters 3 and 4
examine popular existing  quantitative models and practical clustering  techniques that have
been used in multiple sequence alig nment. Chapter 5 describes, characterizes and relates many
multiple sequence alig nment models. Chapter 6 describes how traditionally phylog enetic trees
have been constructed, and available sequence knowledg e bases can be used to improve the
accuracy of reconstructing  phylog eny trees. Chapter 7 covers the latest methods developed to
improve the run-time efficiency of multiple sequence alig nment. Next, Chapter 8 covers several
popular existing  multiple sequence alig nment server and services, and Chapter 9 examines
several multiple sequence alig nment techniques that have been developed to handle short
sequences (reads) produced by the Next Generation Sequencing  technique (NSG). Chapter...
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The ebook is simple in g o throug h better to fully g rasp. It is actually rally exciting  throg h reading  throug h period. It is extremely diHicult to leave it
before concluding , once you beg in to read the book.
-- Ale xa nd e r Ja co bi-- Ale xa nd e r Ja co bi

The ebook is fantastic and g reat. I really could comprehended every thing  out of this published e publication. You can expect to like the way the
blog g er write this publication.
-- P re cio us  Fa rre ll-- P re cio us  Fa rre ll
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